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FACT [Lyophilized Type] PCR Mixture & Cycle «The primer sequence is not specific to the desired target.
onestep RT‘PCR Pre'M iX @ RT-PCR Mixture (Reaction vol. 30 12) - The annealing temperature is no optimal.

«The Tm value of the primers is low

Lyophilized OneStep RT-PCR Pre-Mix 1 tube « Number of cycles is too high.
[Cat. No. BR531-096] Primer F (10 pmole/p@) 1 e - Genomic DNA contamination-indicated by higher molecular
° I G ° I Primer R (10 pmole/p@) 110 weight product than expected.
u I c u I e Contents BR531-096 Template RNA <200ng « Multiple cDNA products may be obtained from multigene families
Add DEPCD.W to 30 @ i i
Beyond the PCR technology, OneStep RT-PCR Pre-Mix Lyophilized PCR Tube (0.2 m2) e or alternatively spliced genes.
BIOFACT promises the progress for your research. with dye (8 Strip x 12 EA) Cycle*
5 [2-Step cycling protocol] [3-Step cycling protocol]
Sl
5 BIOFACT
Vorat M Product Feature 50C  30min X1 50°C 30min X1 o
o ; o ; Storage
« Preloaded lyophilisates containing Reverse Transcriptase, H-Star Taq 95°C 15min X1 95°C 15 min X1 9
polymerase, dNTP's, enhander and stabilizer 95°C 20 sec 95°C 20 sec « 4°C for up to 6 months, or -20°C for up to 12 months.
X25~40 - = oC i i .
« Simple, and fast setting up procedure for high yield and repeatable results bzl 40 sec GIr  AGCE || MeBe=dl +Store at 4°C in an aluminium coated bag or on another dry place;
Extension 72°C 1min/Kb idi 9 ingi
« Optimized and ready-to-use mixture of all components for a successful humidity < 65 % when sealing is opended.
72°C 5 min X1 72°C 5 min X1
gRT-PCR 8°C oo 8°C oo
« M-MLV(Recombinant) : RNase H- activity e tes200na)
« Hot start activity : Yes(Chemical-mediated SN
ot start activity : Yes(Chemical-mediated) ‘_E RZ‘BIOFACT
« Application : Gene expression analysis, RNA virus research “(7,_.,\?;’
Molecular diagnosis .) Please contact us, if you have any question and need help.
‘\ T)1670-5695 www.bio-ft.com info@bio-ft.com
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